. Quantile-quantile plot showing the observed distribution of P-values comparing to the expected distribution for GWAS that tests the genetic effect on DSM5 diagnostic criteria count for cocaine use disorder in AA sample, modulated by the childhood environmental factor, change in residence. The genomic inflation factor ( ) is the ratio of the median of the observed P-value to its expected value.
. Manhattan plot showing results from GWAS that tests the genetic effect on DSM5 diagnostic criteria count for cocaine use disorder in AA sample, modulated by the childhood environmental factor, change in residence. Figure S8 . Quantile-quantile plot showing the observed distribution of P-values comparing to the expected distribution for GWAS that tests the genetic effect on the membership score of Subtype 5 in AA sample, modulated by the childhood environmental factor, non-traditional parental care. The genomic inflation factor ( ) is the ratio of the median of the observed P-value to its expected value.
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Online appendices are unedited and posted as supplied by the authors. Figure S9 . Manhattan plot showing results from GWAS that tests the genetic effect on the membership score of Subtype 5 in AA sample, modulated by the childhood environmental factor, change in residence.
Online appendices are unedited and posted as supplied by the authors. Figure S10 . Quantile-quantile plot showing the observed distribution of P-values comparing to the expected distribution for GWAS that tests the genetic effect on the membership score of Subtype 5 in AA sample, modulated by the childhood environmental factor, change in residence. The genomic inflation factor ( ) is the ratio of the median of the observed P-value to its expected value.
Online appendices are unedited and posted as supplied by the authors. Figure S11 . Manhattan plot showing results from GWAS that tests the genetic effect on the membership score of Subtype 5 in AA sample, modulated by the childhood environmental factor, household drinking and illicit drug use.
Online appendices are unedited and posted as supplied by the authors. Figure S12 . Quantile-quantile plot showing the observed distribution of P-values comparing to the expected distribution for GWAS that tests the genetic effect on the membership score of Subtype 5 in AA sample, modulated by the childhood environmental factor, household drinking and illicit drug use. The genomic inflation factor ( ) is the ratio of the median of the observed P-value to its expected value. Figure S13 . Manhattan plot showing results from GWAS that tests the genetic effect on the membership score of Subtype 4 in EA sample, modulated by the childhood environmental factor, experience of violence and/or abuse. Figure S14 . Quantile-quantile plot showing the observed distribution of P-values comparing to the expected distribution for GWAS that tests the genetic effect on the membership score of Subtype 5 in EA sample, modulated by the childhood environmental factor, experience of violence and/or abuse. The genomic inflation factor ( ) is the ratio of the median of the observed P-value to its expected value.
Online appendices are unedited and posted as supplied by the authors. Figure S15 . Manhattan plot showing results from GWAS that tests the genetic effect on the membership score of Subtype 4 in EA sample, modulated by the childhood environmental factor, household drinking and illicit drug use.
Online appendices are unedited and posted as supplied by the authors. Figure S16 . Quantile-quantile plot showing the observed distribution of P-values comparing to the expected distribution for GWAS that tests the genetic effect on the membership score of Subtype 4 in EA sample, modulated by the childhood environmental factor, household drinking and illicit drug use. The genomic inflation factor ( ) is the ratio of the median of the observed P-value to its expected value. Online appendices are unedited and posted as supplied by the authors. Note that χ2 values were computed by performing Wald tests for coefficients in fitted generalized linear models, where cluster assignments served as independent variables to predict with/without the disorders. The coefficients were estimated with generalized estimation equation to account for dependence among members from same family. Note that χ2 values were computed by performing Wald tests for coefficients in fitted generalized linear models, where cluster assignments served as independent variables to predict cocaine use behaviors. The coefficients were estimated with generalized estimation equation to account for dependence among members from same family.
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Online appendices are unedited and posted as supplied by the authors. Note that χ2 values were computed by performing Wald tests for coefficients in fitted generalized linear models, where cluster assignments served as independent variables to predict the demographic variables. The coefficients were estimated with generalized estimation equation to account for dependence among members from same family. 
